ABSTRACT Marine actinomycetes (order Actinomycetales) are of interest as a promising source of pharmaceuticals. The genomes of three novel sponge-associated actinomycetes exhibiting antimycobacterial activity, Brevibacterium sp. strain XM4083, Micrococcus sp. strain R8502A1, and Micromonospora sp. strain XM-20-01, were sequenced in an effort to identify compounds responsible for growth-inhibiting activity.
For Brevibacterium sp. strain XM4083, MiSeq sequencing generated 4,324,102 read pairs, from which SPAdes assembled 102 contigs. Based on coverage, the final assembly contained 13 contigs ranging in size from 5,527 bp to 1,292,640 bp (N 50 , 761,026 bp), with average k-mer coverage of 192-fold, yielding a genome of ϳ4.0 Mb with a GϩC content of 68.02%. Annotation with PATRIC identified 3,782 genes, including 3,732 protein-coding sequences (CDS), 47 tRNA genes, and 3 rRNA genes.
For Micrococcus sp. strain R8502A1, MiSeq sequencing generated 2,607,861 read pairs, from which SPAdes generated 609 contigs. The final assembly contained 128 contigs ranging in size from 239 bp to 137,025 bp (N 50 , 38,085 bp), with average k-mer coverage of 158-fold, yielding a genome of ϳ2.4 Mb with a GϩC content of 72.91%. Annotation with PATRIC identified 2,373 genes, including 2,322 CDS, 49 tRNA genes, and 2 rRNA genes.
For Micromonospora sp. strain XM-20-01, MiSeq sequencing generated 1,565,813 read pairs, from which SPAdes generated 30,851 contigs. The final assembly contained 149 contigs ranging in size from 250 bp to 343,851 bp (N 50 , 105,009 bp), with average k-mer coverage of 32-fold, yielding a genome of ϳ6.7 Mb with a GϩC content of 72.86%. Annotation with PATRIC identified 6,401 genes, including 6,347 CDS, 51 tRNA genes, and 3 rRNA genes.
Data availability. This whole-genome shotgun project was deposited at DDBJ/ENA/ GenBank under the accession no. VFYQ00000000, VIGS00000000, and VFYR00000000 for Micromonospora sp. XM-20-01, Micrococcus sp. R8502A1, and Brevibacterium sp. XM4083, respectively. Raw reads for Micromonospora sp. XM-20-01, Micrococcus sp. R8502A1, and Brevibacterium sp. XM4083 were deposited in the NCBI SRA under the accession no. SRR9208918, SRR9208919, and SRR9208920, respectively. They pertain to BioProject accession no. PRJNA543824. a Only BGCs with at least 40% similarity to known clusters on antiSMASH were considered.
